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Although genomic data is critically important to tumor biology, it is not the entire surface of 

molecular information. Combining genomics with other omics which include proteomics, 

metabolomics, transcriptomics and epigenomics may provide a more detailed picture of cancer 

biology. The combination of multi-omics allows a comprehensive evaluation of tumor 

behavior, drug response, and mechanisms of drug resistance, and increases the accuracy of 

therapeutic therapy and its personalization. Nevertheless, the combination of complex 

molecular data in numerous layers brings about technical, computational and interpretive 

difficulties that demand advanced bioinformatics pipelines and inter-disciplinary skills. 

 

Figure 1: Biomarker Discovery  

Source: (https://www.svarlifescience.com/services/cro-services/biomarker-discovery-

services) 

Companion diagnostics (CDx) are an extension of biomarkers, with the direct aim of matching 

a treatment to the molecular profile of a patient to ensure that they are placed in therapies that 

are matched to their molecular profile. The CDx tests determine those patients who may 

respond effectively to targeted therapies, which can maximize effectiveness, minimize adverse 

event, and maximize health care resources. The approval process used by FDA tends to 

consider the therapeutic agent and its companion diagnostic together, and put a premium on 

clinical validation and predictive reliability. Examples are HER2 testing before trastuzumab 

therapy in breast cancer and MSI-H/dMMR testing before pembrolizumab therapy, and show 

how CDx provides safe and effective use of precision oncology interventions. 
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The development of emerging biomarkers, specifically circulating tumor DNA (ctDNA), 

exosomes, circulating tumor cells (CTCs), microRNAs (miRNAs), and tumor-derived proteins 

presents minimally invasive, dynamic cancer detection, monitoring, and therapeutic indicative 

methods. ctDNA can provide a real-time view of tumor genetics and thus can be used to detect 

cancer early, monitor minimal residual disease, and detect early resistance mutations. 

Exosomes transport nucleic acids and proteins indicative of tumor behavior and interactions 

with the microenvironment that can provide information on metastasis, immune evasion, and 

response to therapy. The same can be said of CTCs, miRNAs, and tumor-derived proteins as 

they provide complementary data and can be monitored longitudinally, risk-stratified, and 

adapted to treatment regimens, thereby improving the accuracy and individualization of 

oncology care. 

Although biomarkers hold the potential of a transformation in clinical practices, clinical 

translation of biomarkers is beset by considerable challenges, such as technical variability, 

analytical and clinical validation, regulatory challenges, and cost considerations. The accuracy 

of measuring biomarkers can be influenced by variability in sample collection, processing and 

storage, which underscores the importance of standardized procedures. Analytical validation 

guarantees the sensitivity, accuracy, and reproducibility of assays especially in the low-

abundance circulating biomarkers. It has been clinically validated that biomarkers are 

consistent predictors of endpoints like progression of disease or response to treatment. 

Moreover, high expenses, weak reimbursement, and multifaceted regulatory routes may reduce 

the adoption. To overcome these obstacles, precise validation, standardization and strategic 

planning is needed to ensure successful integration of biomarkers in precision oncology to 

enhance patient outcomes and to develop personalised cancer care. 

3.1. PREDICTIVE VS PROGNOSTIC BIOMARKERS 

Biomarkers are quantifiable biological markers that can give useful information about the 

processes, tumor behavior and response to treatment. They are an essential part of the clinical 

decision-making process, patient outcomes improvement, and precision medicine in the field 

of oncology. Biomarkers are useful in identifying cancer at the earliest stages, tracking the 

course of diseases, and evaluating the success of treatment processes by reflecting underlying 

molecular, genetic, or protein-level changes. Their sensitivity to dynamic features of tumor 

biology makes it possible to implement more informed treatment plans, individualized care, 
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and effective adaptation of therapy in a timely manner, which will increase its effectiveness 

and safety. 

 

Figure 2: Prognostic Or Predictive Biomarkers 

Source: (https://jhoonline.biomedcentral.com/articles/10.1186/s13045-021-01162-7) 

According to their clinical use, the biomarkers are typically divided into prognostic and 

predictive. Prognostic biomarkers give details regarding the general disease pathway regardless 

of treatment, which can be used to predict the outcome, including survival rate or risk of 

reoccurrence. Predictive biomarkers on the other hand are used to predict the possibility of 

response to a particular therapy and are used in selecting the most effective possible treatment 

that may be administered to an individual patient. Whereas prognostic biomarkers provide 

information on the natural history of the disease, predictive biomarkers provide the ability to 

individualize therapy, whereby the patients only get interventions with the best chances of 

benefiting them. Combined, these types of biomarkers complete one another, which is the basis 

of precision oncology and optimal cancer treatment. 

 Prognostic Biomarkers 

The prognostic biomarkers present data regarding the natural disease or its anticipated 

progression regardless of treatment. They are used mainly to categorize patients based on risk 

in order to assist clinicians in estimating the possibility of disease recurrence, progression or 

survival in general. This stratification allows making an informed clinical decision about the 
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level of monitoring, schedules of follow-ups, and considering the possibility of preventive or 

adjuvant intervention. 

 Function: The prognostic biomarkers are known to detect patients who have more 

aggressive disease, increased risk of recurrence, or worse prognosis irrespective of the 

therapy used. This enables clinicians to focus on interventions, surveillance, or 

supportive care with patients that are at higher risk and spares low-risk patient�s 

needless procedures or interventions 

 Example: A common example of nuclear protein used in breast cancer is a marker of 

cellular proliferation, the nuclear protein, Ki-67. High Ki-67 expressing tumors are 

generally characterized by a high growth rate, high aggressiveness, and low survival 

regardless of whether the patient is in a chemotherapy, hormonal therapy, or targeted 

therapy. 

 Clinical Utility: Prognostic biomarkers can be used to plan risk-adapted treatment. 

Patients at high risk might respond more to intensive treatment or close monitoring and 

low-risk patients might not need overtreatment, thus limiting side effects, lowering 

health care expenses, and enhancing quality of life. They are also critical in the design 

of clinical trials where researchers can be able to indicate the population of patients 

who are most likely to respond to new forms of treatment or interventions. 

 Predictive Biomarkers 

Predictive biomarkers indicate what to expect in a given therapeutic intervention so that 

clinicians may use therapeutic options that have the highest chance of succeeding and avoid 

those that are not most likely to succeed. These biomarkers have become the focus of the 

precision oncology practice, where the treatment approach is tailored on the molecular and 

genetic characteristics of a tumor in a patient. 

 Function: The predictive biomarkers are used to direct the choice of treatment in those 

patients who are likely to respond to specific drugs or therapies. They also help to 

prevent exposure to therapies that are hardly likely to be beneficial, minimize the risk 

of being exposed to toxicity and unwarranted healthcare spending. 

 Examples: mutations of epidermal growth factor receptor (EGFR) in non-small cell 

lung cancer (NSCLC) can be used as predictive biomarkers. EGFR mutant patients tend 

to respond well to EGFR tyrosine kinase (TKIs) and show a shrinkage of the tumor and 

ISBN: 978-81-985724-3-1



PRECISION ONCOLOGY 

 

48 

a better progression-free survival. In contrast, EGFR-targeted therapy is rarely active 

in patients without these mutations and this shows the relevance of predictive 

biomarkers in therapy choices. 

 Clinical Utility: Predictive biomarkers increase the precision of therapy, so that 

patients get the different treatment based on the molecular traits of their tumor. This 

lead to better clinical outcomes, less adverse effects as well as fewer costs. They play a 

critical role in drug development and clinical trials to help identify subgroups of patients 

most susceptible to experimental therapies. 

 Key Distinction 

The major difference between prognostic and predictive biomarkers is that they are used in 

different clinical contexts: 

� Prognostic biomarkers give an understanding of the natural history of the disease, 

and it assists in estimating the risk and probable outcomes regardless of what 

treatment is to be administered. 

� Predictive biomarkers demonstrate the success of a specific therapy, and they help 

the clinicians to select the best therapy option to use on a specific patient. 

Ideally, some of the biomarkers might be prognostic and predictive with a purview to provide 

holistic details of the disease aggressiveness and response to treatment. The appropriate 

identification, validation and use of these biomarkers will be essential in the future 

development of personalized oncology therapy, maximization of treatment effectiveness, and 

ensuring the final enhancement of patient survival and quality of life. 

3.2. COMPANION DIAGNOSTICS AND FDA APPROVALS 

Companion diagnostics (CDx) refer to special laboratory tests that have been created to 

determine the best patients who would respond to a specific targeted therapy so that treatment 

can be effective and safe. Such diagnostics measures particular molecular, genetic, or protein-

based changes in a tumor in a patient, which is directly associated with the mechanism of action 

of the therapeutic agent. CDx allows clinicians to select treatments that have a greater chance 

of benefit and to avoid exposing patients to ineffective treatments by identifying which cancer 

types have the biomarkers needed to be responsive. This is not only an effective way to deliver 

therapeutic results, but also the chance of having adverse effects is reduced, thus, representing 

the concept of personalized medicine. 
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Figure 3: Companion diagnostics (CDx) 

Source: (https://blog.crownbio.com/importance-of-companion-diagnostics) 

The use of companion diagnostics is frequently required by regulatory details, such as the U.S. 

Food and Drug Administration (FDA) as a requirement to approve targeted therapies. This will 

make sure that, the respective therapy is given to patients whose tumors satisfy the particular 

molecular parameters that have been determined by clinical trials. Drug and companion 

diagnostics co-development has now become a key approach of precision oncology, where 

diagnostic testing is used in the decision-making process of treatment. Connecting treatment 

eligibility to validated molecular markers, CDx enables the personalized choice of therapy, 

improves clinical responses, and reinforces patient safety, which cement its position as a staple 

in contemporary cancer treatment. 

 Role in Precision Oncology 

In contemporary oncology, companion diagnostics are essential because they optimize the 

effectiveness of the treatment, improve the level of safety and facilitate the personalized 

medicine. Their key functions include: 

 Patient Stratification: CDx tests recognize patients who have particular molecular 

or genetic defects, including point mutations, gene amplifications, translocations, 

or abnormal protein expression, which is predictive of sensitivity to a specific 
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targeted therapy. CDx maximizes therapeutic benefit by selecting only those 

patients who have a high probability of responding and eliminates futile treatments 

in patients who are not likely to respond. This makes therapeutic interventions 

evidence based and biologically rational, as opposed to empirically prescribed. 

 Treatment Efficacy: the selection of patients according to their biomarker status 

improves the probability of significant clinical response, which may be tumor 

regression, disease stabilization, and long-term progression-free survival and 

overall survival. CDx can reduce response variability in a heterogeneous population 

of patients, enabling clinicians to maximize response to therapy and enhance the 

chances of successful clinical endpoints. 

 Safety Enhancement: What patients can avoid exposing themselves to are 

potentially toxic therapies, reducing the likelihood of adverse drug reactions, 

treatment-related morbidity and hospitalization. This helps in enhancing good 

patient quality of life, and minimize unproductive complications with unproductive 

treatments. 

 Efficient Healthcare Resources: Companion diagnostics can lead to reduction of 

healthcare resources by avoiding expensive targeted treatment in patients who 

would not respond. This is especially important in oncology, where new 

therapeutics can be costly, and optimal patient selection can enhance cost-efficiency 

and use of resources. 

Companion diagnostics transform cancer care practices in the direction of a one-size-fits-all 

treatment strategy to a multifaceted, biomarker-driven, personalized approach, in which the 

choice of treatment is determined by the molecular signature of the individual tumor in a 

patient. 

 FDA Approvals 

Regulatory authorities, specifically, the approval of companion diagnostics and their control is 

significantly influenced by regulatory agencies, especially, the U.S. Food and Drug 

Administration (FDA). FDA reviews the therapeutic agent and companion diagnostic together 

so that the drug and the test are both clinically valid, safe and effective to be used by the patient. 

 Simultaneous Evaluation: The FDA tends to regard the therapeutic agent and 

companion diagnostic as a dependent system in which the clinical effectiveness and 

safety of the therapy is conditional upon proper patient selection using the CDx test. 
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This collaborative assessment makes the therapy and its diagnostic counterpart aligned, 

and suitable clinical practice is made possible. 

 Clinical Validation: Companion diagnostics are subjected to thorough analytical and 

clinical validation which reveals the accuracy, reproducibility and predictive reliability. 

The validation procedures ensure that the test can always determine patients who are 

most likely to respond to the therapy in a wide range of clinical settings hence evidence-

based treatment decisions. 

 Examples of FDA-Approved CDx-Drug Pairs: 

 HER2-positive breast cancer: In the treatment of HER2-positive breast cancer, before 

conducting trastuzumab treatment, it is essential to conduct the HER2 test to determine 

whether the cancer has overexpressed or amplified HER2 receptor. Treatment is only 

applicable to patients whose tumors are HER2-positive because non-HER2-amplified 

patients are not likely to respond. This underscores the importance of CDx in the 

targeted therapy. 

 Pembrolizumab of MSI-H or dMMR cancers: Patients with a tumor of high 

microsatellite instability (MSI-H) or deficient mismatch repair (dMMR) should be 

diagnosed by first test before receiving pembrolizumab therapy. This will be able to 

selectively target patients whose tumors are likely to respond to immune checkpoint 

inhibition (maximizing clinical benefit and minimizing exposure to ineffective 

treatment). 

 Clinical Impact 

Introduction of companion diagnostics in clinical oncology practice has transformed the cancer 

care, and some of its major advantages include: 

 Precision Treatment: CDx will make sure that therapies are precisely aligned with 

the molecular profile of the tumor of each patient. Companion diagnostics enhances 

treatment efficacy, resulting in improved response rates, increase in progression-

free survival and overall survival rates as compared to non-stratified methods 

because they select the best patients who are likely to respond to a certain targeted 

therapy. 

 Decreased Toxicity: In the unlikely cases that patients are not likely to respond to 

a certain therapy, they are not exposed to treatments which are ineffective. This 
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helps avoid treatment related side effects, adverse events and hospitalizations, 

enhances quality of life and safety, and saves healthcare resources. 

 Facilitated Clinical Decision-Making: Companion diagnostics offer clinicians 

with valid biomarker information, which may be used to make evidence-based 

treatment decisions. When incorporated into the clinical workflow, CDx assists in 

making decisions more efficiently and confidently and, therefore, enables 

oncologists to choose the most adequate therapy timely. 

 Growth of personalized Medicine: Companion diagnostics may bring about a 

shift in the empirical, one-size-fits-all treatment to the personalized, biomarker-

based care. This combination of molecular diagnostics and targeted therapy is the 

defining philosophy of precision oncology and this allows the administration of 

treatments specific to the individual biological features of a tumor in a particular 

patient. 

In sum, companion diagnostics is a decisive intersection of molecular diagnostics and 

therapeutic intervention, which is the key to the implementation of principles of precision 

medicine into clinical practice. CDx will lead to an improved clinical outcome, patient safety 

and the overall implementation of personalized oncology practice by making sure that the right 

patients get the right treatment and at the right time. 

3.3. EMERGING BIOMARKERS (CIRCULATING TUMOR DNA, EXOSOMES, ETC.) 

New biomarkers are re-defining precision oncology because they make it possible to monitor 

cancer non-invasively, dynamically and in real-time. In contrast to the more conventional 

tissue-based biomarkers, which necessitate invasive biopsies, these new biomarkers in many 

cases can be identified in blood, plasma, or other body fluids, and therefore, give an ongoing 

picture of tumor biology. This least invasive method can enable clinicians to evaluate the course 

of the disease, identify early recurrence, and evaluate the effectiveness of treatment without 

having to undergo a recurrent surgical procedure. These biomarkers can provide a more in-

depth insight into the dynamics of cancers and make timely, data-driven therapeutic choices 

because they allow monitoring how tumors evolve over time. 

Circulating tumor DNA (ctDNA), exosomes, and other circulating molecular markers are some 

of the most promising emerging biomarkers, as they can be used to detect minimal residual 

disease (MRD) and to identify new resistance mutations. Exosomes are small extracellular 

vesicles released by tumor cells and contain proteins, RNA, and DNA that can inform about 
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the tumor signaling, its metastatic potential, and microenvironment. The combination of these 

biomarkers with clinical practice has the possibility to enhance early diagnosis, direct 

individual approaches to treatment, and adopt adaptive therapy, a major step toward genuinely 

individualized cancer therapy. 

 Circulating Tumor DNA (ctDNA)

Circulating tumor DNA (ctDNA) are short strands of DNA released into the bloodstream by 

dying (apoptotic) or dying (necrotic) tumor cells. These genetic and epigenetic changes specific 

to tumors, including point mutation, copy number changes (amplifications or deletions of DNA 

strands), chromosomal rearrangements, and abnormal DNA methylation patterns, are contained 

in these DNA fragments. Since ctDNA is tumor cell based, it is a molecular snapshot of the 

tumor genome and includes not only intra-tumor heterogeneity but also reflects the tumor 

evolution processes over time. The percentage content of ctDNA in the overall circulating cell-

free DNA (cfDNA) may differ among tumor type, stage, tumor burden, and other patient-

specific factors. 

 

Figure 4: Circulating tumor DNA (ctDNA)  

Source: (https://en.wikipedia.org/wiki/Circulating_tumor_DNA) 

 

ISBN: 978-81-985724-3-1



PRECISION ONCOLOGY 

 

54 

 Applications: 

1. Early Cancer Detection: ctDNA is capable of identifying tumor-specific genetic 

changes at very early stages, at a time when clinical symptoms are not yet apparent or 

when the tumors are too small to be detected by other standard imaging modalities. An 

early diagnosis of cancer through ctDNA is possible by studying a certain pattern of 

mutations or methylation peculiar to cancer cells, which can significantly change the 

clinical scenario. This premature diagnosis is especially useful among individuals at 

high risk, and other cancers which are otherwise asymptomatic at early phases. 

2. Surveillance of Minimal Residual Disease (MRD): Minimal residual disease (MRD) 

can be a sensitive biomarker, which ctDNA can detect following definitive therapies 

including surgical resection, chemotherapy, radiotherapy, or targeted therapies. 

Although imaging reveals full remission, the presence of small amounts surviving 

malignant cells may release DNA in circulation. The presence of ctDNA after treatment 

may give a clue of risk of relapse, and the clinician may be able to intervene with 

therapeutic measures promptly or change the post-treatment schedule. 

3. Emerging Resistance Mutations: Tumors may develop new genetic changes during 

therapy that allow them to be resistant to targeted therapy. ctDNA analysis is now 

capable of real-time detection of emerging resistance mutations, without requiring 

repeated invasive tissue biopsies to do so. Early detection of resistance mechanisms 

allows the clinician to adjust or change a therapy that may lead to better patient 

outcomes and extend treatment effectiveness. 

 Advantages: 

 Minimally Invasive: ctDNA blood testing does not need a large amount of tissue 

biopsy like traditional tissue biopsy; this makes it far less invasive. This saves the 

patients the pain and the risks posed by the procedure and the logistical problem of the 

repetition of tumor sampling. 

 Dynamic Longitudinal Monitoring: ctDNA offers a solution to track molecular 

profile of tumors in the longitudinal. Sequential blood sample technology enables 

clinicians to monitor the tumor burden, efficacy of the treatment, and watch genetic 

evolution in near real-time. The monitoring is particularly helpful when it comes to 

evaluating the effectiveness of the treatment and identifying the signs of recurrence at 

an early stage. 
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 Individualized Treatment Adjustment: An ongoing study of ctDNA facilitates 

adjustment of therapy as an adaptive approach. The assessment of the changes in the 

molecular profile of a tumor in a patient during the treatment enables the clinician to 

adjust the intervention to focus on the novel mutations or resistant clones and, therefore, 

maximize the use of personalized treatment plans and increase the chances of a 

successful therapeutic outcome. 

 Exosomes

Exosomes are membrane-enclosed extracellular vesicles, generally of 30 to 150 nanometers 

diameter, actively released by both tumor cells and other normal and pathological cells into 

different bodily fluids, such as blood, urine, saliva and cerebrospinal fluid. These vesicles host 

a wide range of cargo made of biomolecules, such as DNA, multiple forms of RNA, such as 

messenger RNAs (mRNAs) and microRNAs (miRNAs), proteins and lipids. Exosomes contain 

the contents of the cells of origin and as such are an indicator of the physiological and 

pathological condition of those cells and as such a molecular snapshot of the tumor and the 

microenvironment. Exosomes are actively involved in intercellular communication, which 

affects such processes as tumor growth, angiogenesis, immune regulation, and metastasis 

because they transfer their molecular cargo to the recipient cells. 

 Applications: 

1. Non-Invasive Biomarker Discovery: Exosomes represent a rich and accessible source 

of tumor-derived nucleic acids and proteins, which can be analyzed without the need 

for invasive tissue biopsies. By profiling exosomal cargo, researchers can identify novel 

biomarkers for early cancer detection, disease progression, and therapeutic monitoring. 

This non-invasive approach is especially valuable for patients who are unable or 

unwilling to undergo repeated tissue sampling, allowing for broader and safer 

implementation in clinical settings. 

2. Insights into Tumor Microenvironment and Metastasis: The molecular contents of 

exosomes provide critical information about the tumor microenvironment. Analysis of 

exosomal RNA and protein profiles can reveal mechanisms of intercellular 

communication between tumor cells and stromal or immune cells, uncover strategies of 

immune evasion, and indicate the metastatic potential of tumor cells. These insights 

enhance understanding of tumor biology, including how tumors interact with their 
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microenvironment, modulate immune responses, and establish pre-metastatic niches in 

distant organs. 

3. Predictive Information for Therapy Response: Molecular profiling of exosomes 

allows clinicians and researchers to obtain predictive information regarding how tumors 

may respond to specific therapies. Changes in exosomal cargo can provide early 

indications of therapeutic efficacy or resistance, enabling timely adjustments in 

treatment plans. This real-time monitoring of tumor dynamics facilitates personalized 

medicine approaches and improves the likelihood of treatment success by allowing 

adaptive therapeutic strategies based on the evolving molecular profile of the tumor. 

 Advantages: 

 Minimally Invasive Sampling: Exosomes can be derived out of several easy-available 

body fluids which include blood, urine, saliva and cerebrospinal fluid. This enables a 

large number of repeated and non-invasive sampling which is especially useful in 

longitudinal studies of disease progression, therapeutic response, and in early 

recognition of relapse. 

 Stable Molecular Cargo: The lipid bi-layer in exosomes cushions their nucleic acids 

and proteins against degradation by enzymes in circulation, which not only increases 

the stability and dependability of biomarker detection. This stability enhances 

reproducibility of the molecular analysis and that the exosomal cargo reflects the 

molecular phenotypes of the parent tumor cells.

 Other Circulating Biomarkers 

In addition to circulating tumor DNA (ctDNA) and exosomes, a number of other circulating 

biomarkers have become potential cancer diagnostic, prognostic, and therapeutic follow-up 

tools. These biomarkers can give complementary data and complement the capability of non-

invasively assessing tumor dynamics, heterogeneity, and treatment response. 

1. Circulating Tumor Cells (CTCs): Circulating tumor cells are intact cancer cells, 

discharged into the bloodstream by tumor primary or metastatic lesions. CTCs may be 

highly infrequent in circulation, and their recognition and characterisation give useful 

information about tumor biology. CTCs analysis enables the evaluation of tumor 

heterogeneity because these cells can have different genetic and phenotypic 

characteristics than primary tumor. CTCs are also indicative of tumor metastatic 
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potential and can be used as a dynamic biomarker to monitor response to therapy. High-

technology approaches like immunoaffinity capture, microfluidic enrichment and 

molecular profiling are providing the opportunity to examine CTCs in large details such 

as analyzing mutations, examining gene expression patterns, and analyzing protein 

markers, and provide a glimpse into tumor dynamics in real time. 

2. MicroRNAs (miRNAs): MicroRNAs are small, non-coding RNA molecules and are 

important in regulation of gene expression through post-transcription. Circulating 

miRNAs are very stable in the bloodstream and they are not broken down due to being 

linked to protein complexes or being incorporated into extracellular vesicles. It has been 

shown that dysregulation of distinct miRNAs is linked to tumor initiation, tumor 

progression, tumor metastasis, and therapy response. Since they are circulating freely, 

they are very attractive as non-invasive biomarkers to detect cancer, prognogenic, and 

therapeutic monitoring. Sensitive and specific data on disease state, molecular subtype, 

and possible mechanisms of resistance is sensitive and specific and can be obtained by 

profiling miRNA signatures in patient plasma or serum. 

3. Tumor-Derived Proteins: Tumor cells and their microenvironment secrete a plethora 

of proteins into circulation such as growth factors, enzymes, cytokines, and cell-surface 

antigens. These proteins produced by the tumors may be used as early disease detection 

biomarkers, risk stratifications or even as a measure of treatment response. The 

circulating protein levels and patterns have the potential to indicate the tumor burden, 

biological aggressiveness and therapy induced changes. Sensitive and quantitative 

detection of these proteins is done by use of techniques like enzyme-linked 

immunosorbent assays (ELISA), mass spectrometry, and protein microarrays and can 

be integrated into liquid biopsy methods along with nucleic acids-based biomarkers. 

 Clinical Relevance 

Together, these new circulating biomarker categories, such as circulating tumor DNA, 

exosomes, circulating tumor cells (CTC), microRNAs (miRNAs) and tumor-derived proteins, 

provide a potent, minimally invasive means of real-time tumor biology. Circulating biomarkers 

in contrast to the traditional tissue-based assays can capture a dynamic view of the molecular 

landscape of cancer and its changes during therapy because traditional assays can only provide 

a fixed snapshot of the tumor at one point in time. The integration of these biomarkers in the 

clinical processes enables a number of vital developments in the field of oncology: 

ISBN: 978-81-985724-3-1



PRECISION ONCOLOGY 

 

58 

1. Early Cancer Detection: Recently discovered circulating biomarkers can detect 

specific changes in tumors related to molecular alterations ahead of the appearance of 

clinical symptoms and/or any lesion that can be detected using imaging methods. The 

timely intervention through cancer detection is easy since cancer may be detected at an 

early stage thus yielding better prognosis and higher chances of being treated. In high-

risk populations or cancers with no symptoms at early stages, ctDNA, exosomal cargo 

and circulating miRNAs offer a sensitive and non-invasive screening and surveillance 

method. 

2. Increased Risk Stratification: Clusters of molecular profiles observed in the 

biomarkers of such biomarkers will provide clinicians with a more accurate strategy of 

stratification of patients based on their risk of relapse, progression, or metastasis. As an 

example, minimal residual disease can be detected through ctDNA or changes in CTC 

numbers, and could be used to designate patients who are more at risk of relapse, which 

would result in closer monitoring and more proactive therapeutic interventions. This 

stratification enhances clinical decision making and informs individualized treatment 

of patients. 

3. Adaptive and Personalized Treatment Strategies: Dynamic monitoring of 

circulating biomarkers makes adaptive therapy in which the treatment is changed in 

response to real-time molecular changes occurring in the tumor. As an illustration, the 

identification of acquired resistance mutations in ctDNA or changes in exosomal 

occupancy may result in a revision of individual therapy or the adoption of 

combination-based therapy. Such personalized treatment has the highest therapeutic 

effect, minimizes the needless exposure to ineffective treatments, and is consistent with 

the principles of precision medicine. 

4. Observing Therapeutic Response and Emerging Resistance:  Serial changes in 

circulating biomarkers will give a glimpse of how a patient is responding to the therapy 

and also the mechanisms developing resistance. Declines in ctDNA or a decrease in 

CTC are frequently associated with favorable treatment response, and an increase or 

the development of novel molecular changes could point to both treatment resistance 

and disease advancement. The consistent observing enables clinicians to take timely 

actions, to alternate or escalate therapy according to the patient requirements in order 

to maximize patient results.The application of these new circulating biomarkers in 

standard clinical practice is a paradigm shift in the field of oncology and a move beyond 

ISBN: 978-81-985724-3-1



PRECISION ONCOLOGY 

 

59 

the traditional tissue biopsies to real-time, precision-guided treatment of cancer. These 

biomarkers can be used to enhance survival rates, increase the quality of life, and 

revolutionize the overall quality of care of a cancer patient by making it more accurate, 

easier to detect, induce necessary adjustments of therapy, and follow the changes all the 

time. 

3.4. CHALLENGES IN STANDARDIZATION AND VALIDATION 

Although biomarkers have the potential to revolutionize precision oncology, their use in daily 

clinical environment is complicated and difficult. Laboratory to laboratory variability can be 

caused by technical and analytical problems including inconsistency in the collection of 

samples and the methods of sample processing and assay. Furthermore, molecular data is high 

dimensional, and bioinformatics pipelines and interpretation criteria are different, which 

complicates reproducibility. These technical challenges have to be addressed so that biomarker 

measures are accurate, reliable, and comparable when used in various clinical environments, 

which will be necessary in making therapeutic choices and assessing patient outcomes. 

In addition to technical issues, there are clinical, regulatory, economic, and biological issues 

that make biomarker implementation more difficult. In clinical terms, biomarkers need to show 

obvious use in either diagnosis, prognosis or treatment choice, and this necessitates widespread 

confirmation in varying groups of patients. Regulatory frameworks will require strict evidence 

of an analytical and clinical validation, and the economic aspects involve the cost-efficiency of 

biomarker testing at large scale. Biomarker performance can be influenced by heterogeneity of 

the tumor and dynamic changes in molecular content over time biologically, which require 

repeated measurements and dynamic interpretation. It is important that these complex issues 

be addressed to transform the research of biomarkers into effective and consistent tools that 

can help to improve precision oncology. 

1. Technical Variability 

Technical variability is one of the key problems in the biomarker research and its clinical 

implementation. This is indicated by the variances and discrepancies that occur during the sample 

collection, handling, process and storage of the samples and which may significantly affect the 

accuracy, reliability and reproducibility of the measurements of the biomarkers. Technical 

variability may blur the real biological messages and therefore cause discrepancies between 

laboratories or even within a study and hence restrict the clinical applicability of the biomarker. 
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 Examples of Technical Variability: 

 Circulating Biomarkers: The concentration of circulating tumor DNA (ctDNA), 

exosomal nucleic acids or circulating microRNAs can be greatly sensitive to pre-

analytical factors. The stability and quantification of these biomarkers can all depend 

on factors like the kind of blood collection tube, selection of anticoagulant, the interval 

that elapses between the collection and processing of the samples, the storage 

temperatures and the number of freeze-thaw cycles. Even a slight variation in these 

variables may lead to a great difference in measurements and thus in interpretation and 

clinical decision-making. 

 Tissue-Based Biomarkers: Tissue also varies. Protein integrity, nucleic acid quality, 

or antigenicity may change depending on time, fixative type, tissue section thickness, 

and storage, and this may interfere with downstream assays, including 

immunohistochemistry, sequencing, or PCR-based analyses. This low consistency may 

cause false negative or poor quantification of biomarkers. 

 Need for Standardization: 

To mitigate technical variability, the development and implementation of standardized 

protocols for all pre-analytical and analytical procedures is critical. Standardization 

encompasses guidelines for sample collection, handling, processing, storage, and quality 

control, ensuring that biomarker measurements are reproducible and accurately reflect 

underlying biological phenomena rather than technical artifacts. Consistent protocols facilitate 

inter-laboratory comparability, enable meaningful integration of data across clinical trials, and 

support reliable biomarker-based clinical decision-making. Without such standardization, 

variability can compromise the interpretation of results, reduce confidence in biomarker utility, 

and limit the translation of promising biomarkers into routine clinical practice. 

2. Analytical Validation 

Analytical validation is an essential part of biomarker research and clinical use to ensure that a 

biomarker assay works reliably, accurately and reproducibly. This is especially important when 

the biomarker is of low abundance, e.g., circulating tumor DNA (ctDNA), rare circulating 

tumor cells (CTCs), or circulating microRNAs (miRNAs), where small analytical artifacts can 

heavily affect the sensitivity, sensitivity of detection, and sensitivity of interpretation. 

Analytical validation creates a sense of assurance that what is being measured by the assay is 

what it is supposed to measure and that the results can be relied on to make clinical decisions. 
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 Key Considerations: 

� Accuracy: Accuracy is the capacity of an assay to determine the biomarker of interest 

properly and to measure it accurately. In the case of circulating biomarkers, this 

involves the separation of genuine positive signals, and background noise, nonspecific 

signals or artifacts. Precise measurement is critical in that it requires the presence, 

absence or concentration of the biomarker to be representative of the actual biological 

status of the patient, and is necessary in identifying early disease, assessment of 

minimal residual disease or response to treatment. 

� Sensitive: The ability of an assay to identify very low quantities of biomarker 

molecules, which is essential to early diagnosis of cancer or to monitor minimal residual 

disease after treatment, is known as sensitivity. Sensitive assays may be used to detect 

small tumor-derived fragments, rare CTCs or low-abundance miRNAs in circulation 

thereby allowing clinicians to detect cancer or recurrence at the point at which 

intervention may be most effective. To minimize background interference, increase 

signal detection, and accurately measure low-copy-number biomarkers the analytical 

methods commonly require optimization. 

� Reproducibility: Reproducibility is the ability to give an assay consistent result when 

performed under repeated measurements across different operators, instruments and 

different laboratory conditions. Repeated reproducibility is essential to longitudinal 

sample comparisons in the same patient, cross-trial integration of results, and 

standardization of clinical procedures. The reliability of biomarker-directed decisions, 

including adjusting treatment according to developing resistance mutations or treatment 

response, is also based on reproducibility. 

Strong analytical validation is thus required to build confidence in biomarker measurements. 

Assay results can be misleading without comprehensive validation and hence cause improper 

choice of treatment, delays and failure to identify recurrence of diseases. Analytical validation, 

through precision in accuracy, sensitivity and reproducibility, is the basis of safe and effective 

circulating biomarker use in precision oncology. 

3. Clinical Validation 

In addition to technical and analytical reliability, biomarkers have to pass a strong clinical 

validation to determine their relevance and applicability in actual patient care. Clinical 

validation indicates that the biomarker reliably has significant clinical outcomes, including 

disease progression, response to therapy, recurrence, or survival in general. This is necessary 
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so that not only are biomarker measurements scientifically correct, but also clinically 

actionable. 

 Requirements for Clinical Validation: 

 Testing in Big and Heterogeneous Populations of Patients: The biomarkers are to be 

assessed using large cohorts that are representative of the heterogeneity of real-world 

populations. This involves variability by age, sex, ethnicity, tumor type, stage of disease 

and comorbidities. This diversity makes the biomarker robust in its performance and 

generalizability without the risks of biases that could be introduced by the study of a 

biomarker applied to limited sets of patients. Clinical validation in different populations 

is useful in ensuring that the readings of biomarkers is accurate in all patients and that 

it is applicable in different clinical backgrounds. 

 Predictive and Prognostic Value: validation studies should be able to demonstrate that 

the levels of biomarkers (or their change with time) are predictive of clinically 

meaningful outcomes. This involves the capacity to predict therapeutic response, 

minimal residual disease, risk of recurrence and survival probabilities. A biomarker 

which has a high correlation with these results can give clinicians actionable 

information that can be used to influence the choice of treatment, therapy timing and 

patient guidance. 

 Importance: 

Biomarkers cannot be depended upon in everyday clinical practice to risk-stratify, inform 

treatment choices, or make predictions unless they have strong clinical validation. Although a 

biomarker may be analytically accurate and can be reproducible technically, its clinical value 

needs to be demonstrated to be worth including in care pathways. Clinical oncology The use 

of biomarkers in clinical settings depends on the sound evidence that measurement has resulted 

in improved patient treatment, new personalized therapy, and finally improved clinical 

outcome. The last, most necessary step before biomarkers can safely and effectively be utilized 

in precision medicine is clinical validation, which fills the gap between laboratory results and 

patient benefit in the real world. 

4. Regulatory and Cost Considerations 

Regulatory and economic factors are critical in translating biomarkers research in the clinical 

practice. Regulatory approval is an important gateway to demonstrate that biomarker-based 

diagnostics such as companion diagnostics are safe, effective and have meaningful clinical 
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utility. Such agencies like the U.S. Food and Drug Administration (FDA) insist on full 

preclinical and clinical data that will prove the biomarker to be a reliable source of clinical 

decision-making, enhancing patient outcomes, and not unduly risky. Adoption of biomarkers 

in clinical workflows requires the satisfaction of these regulatory requirements. 

 Challenges: 

� High Costs: Due to the complex clinical validation and regulatory compliance 

procedures that are required to approve biomarkers, they require a lot of money. 

Research frequently involves very many and heterogeneous patient populations, 

longitudinal follow-up and advanced analytical methods, which are costly. These 

financial requirements in the cases of new or emerging biomarkers can be prohibitive 

and restrict the development and commercialization of potentially useful diagnostic 

tools. 

� Limited Reimbursement: Although regulatory acceptance is received, the clinical use 

of biomarkers can be limited by the lack of insurance coverage or prohibitive 

reimbursement. In the absence of proper reimbursement, hospitals and laboratories may 

not be willing to adopt new tests and patients may encounter access barriers. This may 

help delay the adoption of innovative technologies in the biomarker technologies into 

routine practice and minimise their net effect on patient management. 

� Regulatory Complexity: Biomarkers based on sophisticated technologies, including 

liquid biopsies, next-generation sequencing (NGS), or multi-omic assays have 

especially complicated regulatory pathways. The novelty and sophistication of these 

assays frequently need supplementary validation procedures, comprehensive 

performance criteria and stringent quality control criteria. The regulatory requirements 

may extend the gap between discovery and clinical application, putting the potentially 

life-saving diagnostics at the end of clinical use among patients. 

Such difficulties demonstrate the significance of strategic planning in the development of 

biomarkers. A cost-effective study design, early interaction with regulatory bodies, and 

partnerships among researchers, clinicians, industry stakeholders, and payers are required to 

help in translating biomarkers into clinical practice. The consideration of regulatory and cost 

issues is a proactive approach to delivering the prospective biomarkers an opportunity to reach 

a wide clinical acceptance and provide real-world value in precision oncology. 
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